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Figure SI 1. Comparison of HAPPY maps with the assembled sequence.

For each of the six chromosomal a mbl s (n mb ed at left), the m pp ed HAPPY
markers are named at top. Lin d h p of each marker on the HAPPY
map (upper horizontal line), a d h 1 Wh h the correspon d g eque
found in the chromosomal assembly (1 ower tal 1 ) Marker h
quence ot be found in h chromosoma 1 mbl s (missing mar k S) ar
ted in bl , mar k s whose sequence occurs tw n the chromosome (d ble—
pym arker ) indic d n gre (b th pos f hm rkers in the assembly
shown); mar k h sequence lies on a diff chromosome (W ngly-
icatd red. Second-r mk (mppdwhlw

mppdm arker )
onfidence) ar
Chm m2

ind
dybk dh mes.Thg n bar beneath

d b
ndic hlg ddpl n this hmsomemk

within this region are represented by single map location but occur twice within the
duplicated regio
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